CLAIMS 

A plasmid comprising a replicative retroviral genome,wherein said genome 
comprises: 

(a) a psi sequence; 

(b) gag and pol sequences originating from the genome of an 
ML V virus; and 

(c) a chimeric env sequence comprising a region corresponding to 
part of the envelope originating from the genome of an ML V 
virus and a region corresponding to part of the envelope 
originating from the genome of a GaLV vims. 

The plasmid as claimed in claim 1, characterized in that the envelope of the 
MLV virus exhibits a tropism which is either amphotropic, ecotropic, 
polytropic, lOAl or xenotropic. 

The plasmid of claim 1, characterized in that the gag sequence encodes the 
gag polyprotein corresponding to the amino acid sequence SEQ ID NO: 1, or 
a sequence exhibiting at least 70% homology with SEQ ID NO: 1 . 

The plasmid of claim 1, characterized in that the pol sequence encodes the 
viral enzymes corresponding to the amino acid sequence SEQ ID NO: 2 or a 
sequence exhibiting at least 80% homology with SEQ ID NO: 2. 

The plasmid of claim 1, characterized in that MLV virus originates from the 
Moloney strain. 

The plasmid of claim 1, characterized in that the part of the envelope of the 
GaLV vims comprises at least the region whose function is to define the 
tropism of the viral envelope. 

The plasmid of claim 1, characterized in that the part of the envelope of the 
GaLV virus encodes the part of the env protein located between amino acids 
No. 32 and No. 644 ("IDS-GaLV domain") of the sequence SEQ ID NO: 3 
or a sequence exhibiting at least 70% homology with the ID3-GaLV domain. 
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8. The plasmid of claim 1, characterized in that the part A of the env is an 
envelope fragment of GaLV virus derived from the SEATO strain. 

9. The plasmid of claim 1 , characterized in that the envelope of the MLV virus 
exhibits an amphotropic tropism. 

1 0. The plasmid of claim 9, characterized in that the part of the envelope of the 
amphotropic MLV virus is that which is required to enable, in combination 
with the region of the GaLV envelope which is substituted, the production of 
infectious viral particles. 

1 1 . The plasmid of claim 9, characterized in that the part of the envelope of the 
amphotropic MLV virus encodes the regions of the Env polyprotein which 
are located, firstly, between amino acids Nos. 1 and 31 "ID 3-ampho-l 
domain" and, secondly, between amino acids Nos. 645 and 676 "ID 3- 
ampho-2 domain") of the sequence SEQ ID NO: 3, or a sequence exhibiting 
at least 70% homology with the ID 3-ampho-l and ID 3-ampho-2 domain, 

1 2. The plasmid of claim 9, characterized in that the amphotropic envelope part 
originates from the 4070 A strain. 

13. A plasmid comprising the viral genome corresponding to SEQ ID NO: 4 or a 
sequence exhibiting at least 80% homology with SEQ ID NO: 4. 

14. A plasmid corresponding to SEQ ID NO: 5. 

15. A bacterium producing the plasmid of claim 1 . 

16. The bacterium of claim 15, characterized in that it is E. colt DHIOB. 

17. A cell line expressing the retroviral genome contained in the plasmid of 
claim 1. 

18. The cell line of claim 17, characterized in that the cells are human cells. 

1 9. The cell line of claim 1 8, characterized in that the cells are fibroblasts. 

20. A virion produced by a cell line of claim 1 7. 
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A virion containing the viral genome corresponding to SEQ ID NO: 4 or a 
sequence exhibiting at least 60% homology with SEQ ID NO: 4. 

A mobilization test intended to detect RCRs in preparations of retroviral 
vectors of the MLV GaLV type, and which consists: 

(a) first of all, in infecting or coculturing a GaLV envelope- 
permissive cell line with, respectively, the retroviral vector or the 
producer line to be tested, said permissive line containing a 
mobilization vector itself comprising a gene for resistance to a 
given antibiotic, then 

(b) in recovering the supematant from the culture or coculture in 
order to transfer it onto indicator cells, also GaLV-envelope 
permissive, and treated with said antibiotic, 

(c) in searching for the possible resistance of the indicator cells to 
the antibiotic, the resistance to the antibiotic revealing the 
presence of RCRs in the sample tested, 

(d) in carrying out in parallel the same test with the positive control 
corresponding to the virion of claim 20. 

A kit for carrying out a mobilization test of claim 23, comprising: 

(a) the virion which is the subject of either of claims 20 and 21 ; 

(b) GaLV envelope-permissive mobilizing cells; and 

(c) the required reagents. 

The kit of claim 24, characterized in that the permissive cells are HT1080 or 
HCTl 16 cells. 

A chimeric env sequence encodmg the env protein corresponding to the 
amino acid sequence SEQ ID NO: 3 or a sequence exhibiting at least 95% 
homology with SEQ ID NO: 3. 
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